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Thank you for the question. The reason for doing the post-translational histone modifications panel was to quantify abundance of various histone marks in 
young and old midguts and to look for age-associated changes. We sent our samples (whole midguts flash frozen in liquid nitrogen, ~50 midguts per sample) 
to Active Motif (https://www.activemotif.com/), which is a company that performed the entire protocol and analysis. I've attached the protocol they performed 
on our samples specifically. Please contact the Active Motif for further support on the exact types of reagents, etc. 

To answer your second question about alternatives to ChIP-seq, one could use CUT&RUN or CUT&TAG methods, which do not require as much input 
material. 
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